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Detroit cohort; Transcriptomics at 27−33 Weeks; Team 1

Calgary −>Detroit            AUC=0.6(0.56−0.64) 
Calgary+Detroit−>Detroit           AUC=0.61(0.56−0.66) 
Detroit −>Calgary          AUC=0.54(0.5−0.57)
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 Immune response
Positive regulation of immune response
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Detroit cohort; Plasma Proteomics; Team 1

sPTD 17−22 weeks AUC=0.62(0.58−0.67)
sPTB 17−22 weeks AUC=0.6(0.55−0.65)
sPTD 27−33 weeks AUC=0.76(0.72−0.8)
sPTB 27−33 weeks AUC=0.76(0.71−0.8)
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sPTD prediction at 27−33 weeks
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Transcriptomics AUC = 0.59(0.37−0.8)
Proteomics AUC = 0.86(0.7−1)
Multi−omics AUC = 0.69(0.49−0.88)
Multi−omics Stacked AUC = 0.89(0.78−1)
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