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Cohort
Time Point
Outcome

Cohort
Calgary
Detroit

TimePoint
17-22 wks
27-33 wks

Outcome
Control
PPROM
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@® Vesicle—mediated transport

@ Leukocyte mediated immunity

@ Immune response

@ Positive regulation of immune response
@ cytoplasmic translation
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@ Response to stimulus
@ Multicellular organism development
) Positive regulation of immune system process
@ Anatomical structure morphogenesis
@ Protein metabolic process
Regulation of cell adhesion
@ Female pregnancy
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sPTD prediction at 27-33 weeks

—— Transcriptomics AUC = 0.59(0.37-0.8)

—— Proteomics AUC = 0.86(0.7-1)
Multi—omics AUC = 0.69(0.49-0.88)

—— Multi-omics Stacked AUC = 0.89(0.78-1)
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